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Overview 
 
This script calculates the number of alleles and their respective frequencies for each SNP. 
The result is a 2x1, 2x2 or 3x3 table for each SNP depending on the selected output.  
Inactive columns and inactive rows will not be included in the allele counts and 
frequency calculations. Only the rows and columns that are active are included in the 
calculations. 
 
Recommended Directory Location 
 
A good directory location for saving this script would be: 
C:/HelixTree/scriptsHT/user/Spreadsheet/Genetics/.   
 
When saved to this folder, the script will be accessible from the spreadsheet Genetics 
menu. 
 
 
Using the Script 
 
Open a spreadsheet that contains genotype information. The spreadsheet may also contain 
non-genetic columns.  Inactivate any SNPs or samples that are not to be included in the 
calculations. 
 

 



 
Select the Allele Frequencies script from the spreadsheet menu location where it was 
stored.  Or, from the project viewer, select Tools->Run Script to open a dialog to browse 
for the script location. 
 
When the script is run, a dialog will appear for you to select to calculate either only the 
minor allele frequencies (MAF) or all of the allele frequencies. 

 
 
If you select to calculate the Complete table, a second dialog will appear for you to 
select to include missing alleles and their frequencies in the table. 
 

 
 
When the calculations are complete, a new spreadsheet containing the allele counts and 
the allele frequencies will open. 
 



 
 
In this spreadsheet, the SNPs are arranged row-wise.  If you selected to calculate the 
complete table and to include missing alleles, there will be 3 rows per SNP.  If you 
selected to only calculate the minor allele frequencies or selected to calculate the 
complete table but to not include missings, there will be only 1 or 2 rows per SNP. 
 
There are 3 columns in the output spreadsheet.  The first column contains the allele 
names for each SNP.  The second and third columns contain the counts and frequencies 
for those alleles.   
 


