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Introduction

= Combining topics of previous webcasts:
- “Maximizing Public Data Sources for Sequencing and GWAS Studies”
- “Back to Basics: Using GWAS to Drive Discovery for Complex Diseases”

- “Mixed Models: How to Effectively Account for Inbreeding and Population Structure in
GWAS”

= Additional Dimension: Non-human data from A. thaliana

= Combining these topics in a single webcast!
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A. Thaliana Data Overview

Obtaining Public Data
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Conclusion and Questions
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SNP & Variation Suite (SVS)

[ svs =3 = ]

File  Tools Download  Resources Help

— BENEPLEEMBL @7
5Tane S = || GoLbEN HeLix
s e SNP & VARIATION SUITE $

~—— &}
GETTING STARTED... SUPPORT BULLETINS LICENSE INFORMATION
3 Create New Project 5¢5 8.0.0 Release Candidate No Version 8.0.0Wing4
Relgased 2013-10-11
1 Online Tulorials S¥S7.7.8 Release Notes S ieA
[ Download Example Frojests M8 7.7.7 Release Notes Expires Jul 14 2015
Bug: Genotypic Covatiates for Mix
£ Open Existing Froject o Cenonp
T 7.7.6 Release Notes PACKAGE
SV8_Webtast ghp Firewall Gettings for running Gold
SVS_MYHE.ghn MEW Blazing FastvOF Importer! Power Seat
8VS_CephTrio_MYHB_Exons ohp ¥ G¥SCore
8VS_CEPHTHO_MYHE ghp y g;:”g:s’g?gse
SVS_CephTrio_FakeSignal.ghp CONTACT SUPPORT  GHVAnalysis
SVS_Novartis_GWAS. ghp support@goldenneli.com ¥ DNA-SeqAnalysis
- RMA-SeqAnalysis
SVS_DNASer_Training 8.0 Complet. PH: +1.406.585.8137 . PBAT Analysis
+1.888.589.4629

o e e P S

ANNOUNCEMENTS

©2013 Golden Helix

Genotype Analysis
DNA sequence analysis
CNV Analysis

Flexible RNA-seq differential
expression

Easy-to-use Family Based Association

= Powerful Data Management
Rich Visualizations
Robust Statistics
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Dataset Overview

= Downloaded from Gregor ATPolyDb
Mendel Institute for Molecular P e
Plant Biology through AtPolyDB

=  Custom Affymetrix 250K SNP e b s e :.*:’1"‘* Fors
Chlp [ Resources

- Genotyped 1307 samples
covering 214,051 markers

= 107 different phenotypes were
recorded from Atwell et al. 2010

- Flowering, ionomics, defense
and development

= Trait associated with virulence
to Pseudomonas ? \
eudomofas-syringae.org
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Raw Data
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TAIR_9 Assembly Annotations

@
= Downloaded from Arabidopsis.org Ytair o v conet mewss Loommegner

Search Browse Tools Portals Download Submit
= Reference sequence in FASTA format

The Arabidopsis Information Resource
= Gene annotations in GFF3 format The Arabidopsis Information Resource (TAIR) maintains a database of genetic and molecular

biology data for the model higher plant Arabidopsis thaliana . Data available from TAIR
includes the complete genome sequence along with gene structure, gene product information,

1 gene expression, DMA and seed stocks, genome maps, genetic and physical markers,
BOth Converted to SVS na-tlve TSF publications, and information about the Arabidopsis research community. Gene product
function data is updated every week from the latest published research literature and

form at US| ng tOOIS |n SVS community data submissions. TAIR also provides extensive linkouts from our data pages to

other Arabidopsis resources.
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Demonstration Agenda

Quality Assurance Filters
Principle Components Analysis

Genotype Association Testing

EMMAX

Visualizations
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Arabidopsis GWAS Webinar/Arabidopsis GWAS Webinar.ghp
Arabidopsis GWAS Webinar/Arabidopsis GWAS Webinar.ghp
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Conclusion

(Atwell et al. 2010)
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Figure 2 | GWA analysis of hypersensitive response to the bacterial
elicitor AvrRpm1.
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Conclusion
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Questions or
more Info:

= Emall
Info@goldenhelix.com

= Request an evaluation of
the software at
www.goldenhelix.com
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