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Who Are We? GOLDEN HELX

Golden Helix is a global bioinformatics company founded in 1998
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Cited in 1,000s of Peer-Reviewed Publications GOLDEN HELiX
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When you choose Golden Helix,
you receive more than just the software

/fm\, SOFTWARE IS VETTED Q
[__ 1

o 20,000+ users at 400+ organizations L
o Quality & feedback
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o Yearlyfee

o Unlimited training & support

GoLDEN HEL

d
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DEEPLY ENGRAINED IN
SCIENTIFIC COMMUNITY

o Give back to the community

o Contribute content and support

INNOVATIVE SOFTWARE SOLUTIONS

o Cited in1000s of publications
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Enabling Precision Medicine
Function

» Single nucleotide variation

» Copy number variation & loss of heterozygosity
» Chromosomal aberration

Public & commercial annotations to enrich
genomic data sets

» Annotate & filter

» Visually inspect alignments
» Variant prioritization

» Clinical assessment

Clinical variant interpretation in concordance
with ACMG Guidelines

» Clinical assessment catalog
» Advanced data querying
» VMersioning

» Interoperability

Compliance with HIPPA, CLIA & CAP
data discovery
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VSWarehouse - VVariant Warehouse Server GOLDEN HELX

* Archive full VCFs for Sample Cohort @ \VIS WO rehOUSG®

o Optimized repository infrastructure for rapid queried through millions of
variants @& - o x
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* Centralized Genomic Data Hosting
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INntegration with VarSeq GOLDEN HELX

* From VarSeq to VSWarehouse
v" Upload full cohort data
v Upload variant classification/interpretations

v Upload clinical reports @ \v, S WO re h O U Se®

* From VSWarehouse to VarSeq

v Annotate with cohort data

o Variant frequencies
v" Annotate with classified variants
v' Access congruent Assessment Catalogs & Reports
*  VSWarehouse Browser
v" Query all genomic data

VOISEQ
o Reports, catalogs, projects \V4

v' Evidence updates with ClinVar

v/ Manage access permissions



VSWarehouse — Centralized Collaboration GoOLDEN HELiX

] Project A
] ProjectB

VSWarehouse Server
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Example Project GoLDEN HELX

+ Part | - Exploring VSWarehouse Browser
o General variant search
o Filtering/query
o Classification changesin ClinVar

« Partll - VarSeq & VSWarehouse

o Filtering out common variants
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Y SWarehouse

Scalable Variant Warehouse for VarSeq
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%MP GLOBAL 2019

GLOBAL CONGRESS ON MOLECULAR PATHOLOQGY
Hong Kong, May 16-18, 2019

www.amp-global-congress.com

Visit Golden Helix in booth 46!
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